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C IIirus (Anti-HCY), chronic liver dysfunction, number of blood transfu-
sions, serum hepatitis B surface antigen (HBs Ag), duration of hemodialysis
therapy, history of renal transplantation and patients' age and sex.
Methods: 40 hemodialysis patients and 26 healthy controls were included in
the study. lTV-DNA was detected by using a semi-nested PCR with
primers which Rank an 286-bp and 277 bp in a conserved region ofthe ITV
genome.
Results: 19 of 40 hemodialysis patients (48%) had positive serum TTV-
DNA and this was higher than in healthy controls. The prevalance of Anti-
HCV was higher and mean duration ofhemodialysis therapy was longer in
lTV-negative patients than in lTV-positive patients.
There was no significant difference between the ITV-DNA positive and
negative groups regarding, number of blood transfusions, serum HBs Ag,
chronic liver dysfunction, history of renal transplantation and patients' age
and sex.
Conclusion: Hemodialysis patients carry the risk for ITV infection and
transmission routes and clinical significance of TTV infection in these
patients remain to be defined.
[Tu0331 Enterotoxigenic Bacteroicl@s fragi/is (ETBF) and
diarrhoea
G. Zhang, A. Ramz-Rida, A. Weintraub
Karolinska Institute, Huddinge Unillersity Hospital, Stockholm, Sweden
Objective: To analyse the association between enterotoxigenic Bacteroides
fragilis (ETBF) and diarrhoeal disease.
Methods: lmmunomagnetic separation and PCR assay (IMS-PCR), based
on the use of B. fragilis monoclonal antibodies (mAb C3 and 4H8), was
employed to detect ETBF from clinical samples.
Results: A total of922 faecal samples were analysed, including 728 samples
from patients with diarrhoea and 194 samples from controls. ETBF was
detected in 195 of 728 (26.8%) of the patients with diarrhoea and in 24
(12.4%) ofthe healthy controls. The difference between the two groups was
significant (p < 0.01). ETBF was also found as the only potential diarrhoeal
pathogen in 91 out of728 (12.5%) patients.
The distribution of ETBF among the B. fragilis strains showed that the
patients harbouring ETBF, a majority (54%) of B. fragilis isolates were
identified as ETBF. Only 32% ofthe B. fragilis strains isolated from controls
were enterotoxin positive. In about 90% of the patients the ETBF strains
dominate among B. fragilis isolates. The corresponding figure for the
controls was 12%. There was a significant difference in individual percen-
tages of ETBF among isolated B. fragilis strains between patients and
controls.
Conduslons: High carriage ofETBF in patients with diarrhoea indicates an
associated with the disease. The higher counts of ETBF in the patients as
compared with asymptomatic carriers may result in higher concentration of
enterotoxin production.
ITu034IMicrobiological surveillance of diphtheria in Eastern
Europe
R. S. Kozlov', A. Efstratiou2, K. H. Engler2
Partners of the European Commission DGXII INCa Copernicus programme
IC15 CT.98.0302; 'Institute ofAntimicrobial Chemotherapy, Smolensk,
Russian Federation; 2pHLS Central Public Health Laboratory, London, United
Kingdom
Objectives: Within the remit of the European Commission DGXlI INCa
Copernicus programme IC15 CT.98.0302 (1998-2001); to improve the
microbiological surveillance of potentially toxigenic corynebacteria, to
organise a network of Reference Laboratories within Eastern Europe and
to stimulate information and technology exchange between countries of
Eastern and Western Europe.
Methods: The establishment ofa pan European network between partners
provides the basis of our European Commission INCa Copernicus pro-
gramme IC15 CT.98.0302. The successful collaboration of partners within
this programme and harmonised interaction with countries participating
within the ongoing European Commission DGXlI BioMed2 programme,
along with specific research activities, has led to formation of an effective
microbiological network for diphtheria. The newly established international
quality assurance programme is essential for improvements in microbiolo-
gical surveillance and standardisation oflaboratory methodologies.
Results: The formation of Diphtheria Reference Centres within panner
countries has enabled field evaluation studies and implementation of
specialised diagnostic methods (e.g. PCR, ribotyping). The creation of a
surveillance database, rapid information exchange and the monitoring of
new and existing clones ofthe causative organism Corynebacterium diphtheriae
have contributed towards improvements in diphtheria control.
Conduslons: This project can be used as an example ofsuccessful collabora-
tion between countries ofEastern and Western Europe, leading to improve-
ments in laboratory diagnosis, strengthening of surveillance and
identification of 'potentially epidemic' strains of a re-emerging infectious
disease. As the epidemic in Europe declines, it is crucial to have in place, a
reliable monitoring system, so as to determine the importance of non-
toxigenic, tox-gene-bearing corynebacteria and to sustain a high level of
awareness amongst clinicians and microbiologists.
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IMoP266I European antimicrobial resistance surveillance
system: Stn!ptoeo«uS pneumoniae susceptibility test results
I. K. Veldhuijzen" S. L. A. M. Bronzwaer',J. Degener2,J. Kool'
EARSS participants; 'National Institute ofPublic health and the Environment,
Bilthollen; 2Academic Hospital Groningen, Groningen, Netherlands
Background: The European Antimicrobial Resistance Surveillance System
(EARSS) is a network of national surveillance systems. Susceptibility test
results of Streptococcus pneumoniae in blood- and CSF isolates are being
collected since the last quarter of 1998.
Methods: Patient- and isolate information is collected through Isolate
Record Forms that have been developed to enable standardised data
processing. The laboratories interpret the test results according to national
guidelines. The national coordinators collect resistance data from the
different laboratories and send it in EARSS data exchange format (ASCII)
to the central database quarterly. Susceptibility test results from 165 labs
from 11 European countries were analysed. The proportion ofoxacillin (=
penicillin) resistant Streptococcus pneumoniae (PRSP) was calculated.
Results: The proportion of PRSP did not exceed 5% in Finland (8/213),
Germany (4/150), Iceland (1/27), The Netherlands (8/352), and Sweden (25/
1081). The proportion ofPRSP in the UK was 8% (19/240), Italy 14% (If
52), Portugal 14% (5/37), Ireland 21 % (23/110), Luxembourg 22% (219),
and Greece 52% (13/25), respectively.
Condusion: These data show a north-south gradient in the proportion of
invasive PRSP across Europe. In the northern European countries PRSP are
not very prevalent, while southern European countries and Ireland report
proportions ranging from 14 to 52%. EARSS will continue to monitor
resistance in the EU, extending the set ofpathogens under surveillance in the
near future.
IMoP267I European antimicrobial resistance surveillance
system: Staphylococcus aureus susceptibility test results
I. K. Veldhuijzen', S. L. A. M. Bronzwaer',J. Degener2,J. Kool'
EARSS participants; 'National Inslitute ofPublic health and the Enllironment,
Bilthollen; 2Academic Hospital Groningen, Groningen, Netherlands
Background: The European Antimicrobial Resistance Surveillance System
(EARSS) is a network of national surveillance systems. Susceptibility test
results of Staphylococcus aureus in blood isolates are being collected since the
last quarter of 1998.
Methods: Patient- and isolate information is collected through Isolate
Record Forms that have been developed to enable standardised data
processing. The laboratories interpret the test results according to national
guidelines. The national coordinators collect resistance data from the
different laboratories and send it in EARSS data exchange format (ASCII)
to the central database quarterly. Susceptibility test results from 160 labs
from 11 European countries were analysed. The proportion ofoxacillin ( =
methicillin) resistant Staphylococcus aureus (MRSA) was calculated.
Results: The proportion ofMRSA did not exceed 5% in Denmark (0/502),
Finland (9/250), Iceland (0/21), the Netherlands (1/495) and Sweden (24/
1615). The proportion of MRSA for Germany was 7% (24/331), Luxem-
bourg 13% (5/40), Greece 36% (15/42), Italy 41 % (279/687), Ireland 42%
(127/306), and Portugal 57% (47/83), respectively.
Conduslon: These data show a wide variation in the proportion ofinvasive
MRSA across Europe. In the northern European countries MRSA is seldom
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seen, while southern European countries and Ireland report proportions
ranging from 36 to 57%. EARSS will continue to monitor resistance in the
EU, extending the set of pathogens under surveillance in the near future.
IMoP268I Therapeutic failures of imported Plasmodium
faldparum infections in Kuwait Role of 'sentinel' immigrant
population groups
J. Iqbal l , A. Sher
'Drpartmrnf ofMicrobiology, Faculty ofMedicine, Kuwait University,
Kuwait; Malaria Laboratory, Ministry ofHralth, Kuwait, Kuwait
Objective: In view ofnonavailability ofdrug resistant data from most of the
home countries of the immigrant population groups, this study was under-
taken to detect in vitro sensitivity to chloroquine and mefloquine.
Patients & Methods: All immigrants from malaria endemic countries
entering Kuwait for residence were screened for malaria infection.
Results: Each year > 800 malaria cases are detected among > SOO,OOO
immigrants who enter Kuwait to work or to reside. The majority of the
immigrants come from the Asian countries ie, India, Pakistan, Sri Lanka and
Bangladesh. All P.falciparum malaria infections arc treated with the standard
doses of cWoroquine, however, recently, there have been reports of
therapeutic failures. In this study, 58% of the P. falciparum isolates tested
were resistant to chloroquine and 10% were resistant to mefloquine. 74% of
the drug resistant isolates were detected among immigrants from the Asian
countries.
Conclusion: This study is expected to to form 'sentinel' population of
different immigrant population groups in Kuwait for the surveillance of
drug resistant falciparum malaria in their respective home countries and
thus, guide us in formulating antimalarial drug policy for immigrants to
avoid therapeutic failures.
IMoP269I The resistent tuberculosis at North West of Russia
A. Vasyliev, O. Graschenkova, E. Savine
Research Insti/Ut ofPhthysiopulmonology, St. Petersburg, Russian Federation
Objectives: To study trends in resistant M. tubrrculosis (ARMT) at St-
Petersburg and 11 territories of NW of Russia.
Methods: MT susceptibility to streptomycin (S), isoniazid (H) and rifam-
picin (R) have been evaluated.
Results: The increase in ARMT was oserved as in the group of newly
registered patients a3 well a5 in the group of previously treated ones: from
16.7% and 38.2% in 1991 to 33.2% and 70.8% in 1998, respectively. In 1980
this rate for the first group was 12.3%. At NNAD the rate was 23.0% and
40.8% in 1994 as compared to 33.3% and 60.6% in 1998. At territories this
rate varied from 8.1 % to 30.7% in 1991 and from 24.6% to 45.5% in 1998 in
the first group (1980- from 7.0% to 18.0%). In the second group in 1991 the
rate have been reported from 33.7% to 79.3% and in 1998 - from 65.0% to
73.0%. The dramatic growth in ARMTwas reported at Kalyningrad region
from 7.0% in 1980, 30.7% in 1991 - to 48.0% in 1998 and from 50.3% in
1991 to 73.0% in 1998 respectively. TB incidence was 34.7/100.000 in in
1991 up to 87.6/100.000 in 1998.
Conclusions: The epidemical situation at NW region comes worst. An
effective strategy of prevention is required.
IMoP2701 Nasopharyngeal carriage of Penidllin-resistant and
Erythromycin-resistant s. pneumoniae in children in Sofia,
Bulgaria
R. Markovska
Medical University, Sofia, Bulgaria
Objectives: I. To investigate the incidence of nasopharyngeal carriage of
Penicillin-resistant S. pneumoniae (PRSp) in children, attending day-care
centers in Sofia. 2. To determine the resistance (R) to 10 other antibiotics
and characterize the macrolide (M) resistance.
Methods: 152 children aged from 1 to 6 years (mean-3.8) attending day-care
centers were investigated. Identification of S. pnrumoltiae was by Optochin
disc. Penicillin (ps) resistance was performed by Oxacillin disc screen
followed by penicillin E test (AB, Biodisk, Solna, Sweden). Susceptibility
testing to the other antibiotics was done by disc diffusion method (NCCLS.
1998). M R was detected according L. Latini et all.
Results: 85 children (55.6%) had nasopharyngeal carriage of Sp. 18 strains
(21.2%) were with low level of R to Pc (MIC 0.1-1 mgfl) and 1 strain
(1.2%) - high level (MIC 2 mg/I). The R rate to Tetracyclin (Tet),
CWoramphenicol (CW). Erythromycin (Ery). Lincomycin (Lin), Clinda-
mycin (Cli), Trimethoprim-Sulfamethoxazole (Bis) was 37.6%; 10.6%;
21.2%; 9.4%; 9.4%; 42.3% respectively. All strains were susceptible (S) to
Vancomycin, Rifampicin, CiproRoxacin, and Cefotaxirne. 17 strains (20%)
were multiresistant. 29.4% ofthem were Pc S. 35.3% ofstrains were 5 to all
antibiotics. PRSp were R also to: Tet-42.1 %, CW-21 %. Ery-52.6%, Cli-
31.6%, Lin-31.6%. Bis-63.2%. A correlation was found between the
incidence of PRSp and previous antibiotic usage. Analysis of M R has
shown: erm gene in 38.9% and mefE in 61.1 %.
ConclusIons: 1. The fmt survey on the prevelence of PRSp carriage in
Bulgaria has revealed a sigmificant rate of 22.4% ofPRSp. which is near to
the rate found in Italy, Portugal. 2. The incidence ofmacrolide resistance was
also high (21.2%), like in Greece, Spain and Hong Kong. 3. The results of
this study call for more prudent use ofantibiotics in children. especially for
respiratory tract infections.
IMoP271I The geographic spread of resistance
D. Steffen, D. Ihracky, L. Gierl
InstitutjUr Med. Informatik und Biometrie, Univmitiit Rostock, Rostock,
Germany
Objectives: For the realization of this project, surveilance data from the
microbiologic laboratories ofMecklenburg-Vorpommem. a state ofNorrh-
east Germany, were used. The data were sorted and processed according to
zip code areas. In that way the current resistance situation ofeach area can be
presented.
Methods: For the graphical presentation of the different evaluations, the
map of Mecklenburg-Vorpommem was divided into zip code areas.
Determining the patient's address zip code. the origin of a pathogen can
be assigned to the corresponding area. The prevalence ofresistant pathogens
is clustered and marked by colors. This results in a colored map of the zip
code areas for each pathogen and the corresponding tested antibiotics. In that
way, the geographical spread ofresistance is displayed. By carrying out the
evaluation montWy, the time course of resistance changes is characterized.
The results are collected in a case base. Ifa certain number ofresistant bacteria
samples is reached, the system will prompt a warning. Iflater on a similar
situation with the same number ofresistant pathogens occur, also a warning
will be prompted. The physician will be adviced to chose another, more
effective antibiotic.
Results: The project RESISTANCE provides a system to enhance the
general resistance situation by using the extensive surveillance data of
microbiologic laboratories. It represents an application of medical infor-
matics useful for physicians, public health authorities. health insurance
companies and hospitals. The user can easily request information about
the current and geographical resistance situation. This means that the usen
are supported to make decisions right on time in order to retain the health
condition of the population on a high level and to minimize the costs of
health care.
Conclusions: The System RESISTANCE shows a developing resistance
and gives an optimal possibility to react.
IMoP272I 5aeening of the pregnant women for acute
toxoplasmosis in Szeged. Hungary
z. Szenasi1, 1. Vereb l ,]. Szab62, H. Orvos3, M.Jeszenszk/, M. VeghS, Z.
Ozsvar6 , E. Nagyl
'Drpt. ofClin. Microbiol.; 2Inst. ofMed. Genetics; JDept. ofObstetr.
Gynecol., University ofSztged; 4Pediatr. General Practicioners Surgrry; SDrpt.
ofOphthalmol., University ofSzegrd; Szeged; 6Depl. ofInfectology, Szent
Gyorgy Hosp., Szekesfehervar, Hungary
Toxoplasma gondii infection of the fetus can only be discovered or prevented
by appropriate serological screening and subsequent trearrnent ofthe mother
and her offspring. First in Hungary, a general screening program has been
started in the Szeged region for the early detection of toxoplasmosis in
pregnant women. Between 1987 and 1999, all pregnant women in this
region (29302 persons) were routinely screened by serological and molecular
biological methods (CFT, IgG, IgM, anti-P3O IgA ELISA, PCR amplifica-
tion). The women were first screened within the first 16 weeks ofgestation.
Seronegative cases were retested for seroconversion in every second month.
Appropriate trearrnent was immediately started both in the mothers
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suspicious ofacute toxoplasmosis and in their newborn. The urine samples of
the newborn were examined by nested PCR specific to B1 gene of T. gondii.
No cases of congenital toxoplasmosis has been detected among the infants
and childten so far. Thus, we consider the program as highly successful for
congenital toxoplasmosis screening.
IMoP273] Health mapping to discover acute health risks
G. Greiner, G. Kundt, L. Gierl
Institute for Medical Informatics and Biometrics, Rostock University, Rostock,
Germany
Objectives: An early alert and information system for the observation ofthe
health siruation in Mecklenburg-Vorpommern (state in north east Ger-
many) is developed. The aim is the investigation and presentation ofwhere
and in what intensity infectious diseases occur and how the geographical
spread could change.
Methods: In the system digitized health data of the General Health
Insurance Company in Mecklenburg-Vorpommern can be used. Patient
data, which were rendered anonymous, about notifications of illness are
received. These data are cumulated weekly. The considerable quantity of
acquired health data provides material for sequences of health siruations
(called scenarios) to discover health risks. These scenarios reRect the public
health state of the population for certain weeks and they are stored in a case
base.
Various (geo-)statistical methods and case-based reasoning (CBR) are
combined to evaluate the collected data. One way to estimate the health
siruation is the detection ofdisease clusters. The land is subdivided into basic
regions. The distribution of the regional values are estimated with respect to
the spatial correlation between the several regions. By testing the null
hypothesis ofspatial independence regions with a conspicuous concentration
ofeither high or low values in their environment are detected.
As one component a Geographical Information System (GIS) is used.
Among other, production of thematic maps and statistical data analysis are
the tasks of the GIS component.
The informational content of the health data caprured, will be visually
represented via Internet.
Results: The system provides an application for medical informatics, which
empowers MDs, those heading institutions, health insurance companies, and
health authorities as users to engage in a decision-making process regarding
the early combat of contagious diseases.
Conclusions: The production of geomedical maps facilitates an inruitive,
visual easily ascertainable presentation.
IMoP274I 5ero-epidemiological study on toxoplasmosis in
Iraq
Hamid Y. Hussain
Univ ofBaghdad, Baghdad, Iraq
Objective: Evaluation of prevalence rate, certain epidemiologieal risk fac-
tors.
Methods: Atotal of(985) individuls were examined by (IFAT) test to detect
toxoplasma antibody in their sera. (40) individual were normal, healthy,
(545) were suffering from different c1incal manifestations collected from
different area in IRAQ.
Results: Prevalence rate among healthy was (13.5%), (11.3%) male,
(14.8%) female, about (60%) of them above (60) years age, significantly
associated with occupational risk factor, socio-culrural, and order of brith.
Prevalence rate among non healthy was (20.2%), (23.3%) among women
with abortion, (18.3%) in congenitally abnormal child, (17.5%) in patient
with lymphadenopathy, (25%) among those with PUO.
IMoP27S1 Antimiaobial resistance and serotyes of invasive
Stntptoco«us pneumoniae strains isolated in Taiwan
M. L. Chul , C. C. Wang\ C. M. Yu\ Y. L. Yu2
IT,i-Serv;ce General Hospital; 2Centerfor Disease Control, Taipei, Taiu1on,
China
Objectives: To determine the antimicrobial susceptibility and serotypes of
invasive S. pneumioniae strains isolated from 44 hospitals in Taiwan
Methods: From Jul. 1998 to Jun. 1999, the 288 strains have been collected
for study. The MICs of 12 antibiotics were determined by the NCClS
recommended microdilution broth testing. The serotype was performed by
Quellung reaction with standard antisera.
Results: The highest attack age was either less than 5-year-old or older than
65-year-old. The winter and spring seasons had a higher prevalence rate of
invasive pneumococcal diseases. The motality rate was 61{288 (21.2%). The
penicillin-resistant pneumococcus in adult group was 45.8%, in contrast in
childten group the incidence was 76%. The isolates were also resistant to
other {j-lactams (42.7% were resistant to cefuroxime, 24.6% were resistant
to cefotaxime). The rate of resistance to erythromycin, azithromycin,
chloramphenicol, tetracycline, trimethoprim{sulfamethoxazole were
78.5%,77.4%,21.9%,87.8% and 70.5% respectively. However all strains
were sensitive to vancomycin. The most common serotypes were in
descending order, 23F, 6B, 14,3 and 15 in adult group. While in children
group were 6B, 14, 23F and 19F.
Conclusions: Extremely high multiple antibiotics resistance of invasive S.
pneumoniae strains were isolated from patient in Taiwan. The antibiotic
resistance patterns and serotypes were different between children and adult.
IMoP276I Extremely high antibiotic resistance from
nasopharyngeall50lates of Stntptococcus pneumoniae among
children In Taiwan
C. C. Wang, W. T. luo, C. M. Yu, M. L. Chu
Tri-Service General Hospital, Taipei, Taiwan, China
Objectives: To determine the nasopharyngeal carrier rate, antimicrobial
sensitivity and serotypes of Streptococcus pneumoniae in children.
Methods: From Nov. 1998 to Nov. 1999, nasopharyngeal carriage of S.
pneumoniae was srudied in 478 children. The MICs of 12 antibiotics were
determined by the microdilution broth testing. The serotype was taken by
Quellung reaction with antisera.
Results: The carrier rate was 95{478 (19.9%). The penicillin nonsusceptible
rate was high 85{95 (89.5%). The strains were also resistant to other {j-
lactams (77.9% were resistant to cefuroxime and 37.9% were resistant to
cefotaxime). The rate of resistant to erythromycin, azithromycin and
trimethoprim{sufamethoxazole were 91.6%, 91.6% and 88.4% respectively.
However all strains were sinsitive to vancomycin. The serotypes of78 strains
can be determined. The most common serotypes were 23F (22%), 6B
(18.9%), 19F (18.9%) and 14 (8.4%).
Conclusions: Extremely high antibiotic resistance and four common ser-
otypes of S. pneumoniae isolated from children's nasopharyngeal site in
Taiwan. This phenomenon may be due to spread of antibiotic l'll$is~t
clones among common serotypes.
IMoP277I Mycoplasma pneumon/ae antibodies In lower
respiratory tract infections
V. Nonikov, A. Burova, V. Malikov, T. Ermakova
Central Clinical Hospital, Moscow, Russian Federation
ObjectIves: To describe the incidence of M. pneumoniae seropositivity in
lower respiratory tract infections (lRTI).
Methods: Case series from October 1997 to October 1999 in Moscow (1352
patients with community-acquired pneumonia and acute exacerbation of
chronic bronchitis) were screened for 19 M, Ig G, Ig A antibodies to M.
Prteumoniae by enzime linked immunosorbent assay (ELISA).
Results: M. pneumoniae serology (Ig M) was positive in 164 (12%) patients.
Positive Ig G M. pneumoniae serology was detected in 511 (38%) patients.
Incidence of lRTI caused by M. pneumoniae in the end of 1999 increased.
Conclusions: These results confirm that M. pneumoniae has an important
place among the aetiologic agents of lRTI in Russia.
IMoP278!ldentification of the naturally occurring variant
genes b1aTEM-1d and b1aTEM-70 encoding broad-spectrum
TEM-type IJ-Iaetamases
M. Edelstein, M. Suvorov, J. Edelstein, R. Kozlov
Institute ofAntimicrobial Chemotherapy, Smolensk, Russian Federation
Objectives: To study mutational events which account for sequence diver-
sity of the genes encoding TEM-type penicillinases in unrelated uropatho-
genic E. coli strains; to determine the sequences of the variant genes; and to
characterise their distribution.
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Methods: 45 ampicillin-resistant isolates collected from outpatients with
UTI in 3 geographically disrant cities were examined by ERIC-PCR. For 30
strains representing the distinct molecular types the presence ofa TEM-type
,8-lacramase was determined by iso-electric focusing (IEF) and confirmed by
PCR-amplification ofthe respective blaTEM gene. The amplified sequences
were screened for the presence of mutations using the PCR-SSCP analysis.
Murations contributing to an unusual SSCP profile or an altered pI value ofa
,8-lacramase were studied by direct sequencing of the PCR products.
Results: According to IEF, 28 isolates produced a ,8-lactamase of pI 5.4,
corresponding to a TEM-l enzyme, and 2 isolates expressed a ,8-lacramase of
pI 5.2. DNA sequencing revealed that the ,8-lacramase genes of the last-
named isolates both differ from blaTEM-lb by a single G813-A transition
leading to the amino acid substitution R204-Q. The corresponding ,8-
lactamase received a designation TEM-70. Another variant gene (blaTEM-
Id) was identified in 3 isolates producing a ,8-lacramase of pI 5.4 The gene
was associated with P3 promotor and resembled blaTEM-la at nucleotides
175, 226, 317 but conrained 4 silent murations at positions 346, 436, 682 and
925 which were previously found in blaTEM-2.
Conduslon: The identification of new parental blaTEM genes provides
further insight into the understanding of the heterogeneity and evolution
ofTEM-type j3-lacramases.
lMQP1tID Hepatitis Bvirus (HBV) seroprevalence in adults
S. Yegane Tosun', Y. Amkan2, S. Ketteli3
'M.S. Pediatric Hospital-Dep. ofClin. MiL and Inf Dis. Manisa; 2I.B. Univ.
Dep. ofGeneral Surgery - Bolu; Jc. B. Univer. Dep. ofClin. Mic. and Inf
Dis. Manisa, Turkey
Background: To investigate the HBV seroprevalence in adults.
Materials and Methods: The serum samples have been raken from total
1793 adults and then investigated for the HBV serological markers by micro
ELISA method (Sorin- Biomedica-Italy).
Results: One hundred sixtynine (9.6%) people were found HBsAg positive,
315 of them (17.6%) anti HBcIgG and antiHBs positive; 1091 of them
(60.7%) were found sensitive to HBV. Only 186 people (10.3%) had been
vaccinated formerly and their antiHBs were found positive.
Condusion: HBV is still a major infection agent all over the world and in
our country HBV is a serious health problem too. Therefore all people must
be investigated and vaccinated for HBV.
IMoP280I Poliomyelitis in Oman. II. Toward eradication
S. H. S. Al-Dhahry', S. T. AI-Waidy', S. M. AI-Busaidy', R. L. Koul·,
S. M. S. AI Khusaiby5, A.J. M. Suleiman6
'Departments ofMicrobiology; 'Child Health; 2College ofMedicine, Sultan
Qaboos University, Departments of Surveillance and Disease Control, Ministry
~Health; 5Child Health, Royal Hospital; JCentral Public Health Laboratory;
Directorate General ofHealth Affairs, Ministry ofHealthOman
In the past decade, the Sultanate ofOman has experienced three outbreaks of
paralytic poliomyelitis - a widespread polio type 1epidemic in 1988/89, four
cases ofpolio type 3 in three different regions in 1991, and a 10cali2ed type 1
outbreak in 1993. The lessons learnt from each of these epidemics have
guided us to modify and improve our polio eradication activities. Currently,
these activities include administration offive primary and two booster doses
of trivalent oral polio vaccine, yearly national immunization campaigns
(NIDs) since 1995 with coverage of > 90%, 10cali2ed immuni2ation
campaigns, acute flaccid paralysis (AFP) surveillance which involves report-
ing ofall cases by facsimile to the Directorate ofSurveillance within 24 hours
of detecting a case and weekly zero reporting from 22 sentinel sites, and
virological testing ofstool specimens ofall AFP cases and their close contacts
at the national, WHO accredited laboratory.
The cumulative success of these activities has resulted in Oman being free
from polio for the past six years. However, the possibility ofimportation of
wild poliovirus, particularly from southern and western Asia still exists.
IMoP281I Bordetella pertussis and Bordetella parapertussls
infections in Finland
Q. Hel, K. Ranrakokko-jalava2, M. K. Viljanenl, H. Arvilommil,J.
Mertsola1.3
1National Public Healtlt Institute, Turku; 2Departments of Medical
Microbiology; 3P~diatrics, University of Turku, Turku, Finland
objectives: To retrospectively study the prevalence of PCR-diagnosed
Bortletella pertussis and B. parapertussis infections in Finland where the
pertussis vaccine coverage of four doses is 98%.
Methods: Since April 1993, PCR has been used routinely nationwide for
the diagnosis ofB. pertussis infection. During 4-year period, nasopharyngeal
specimens from 1721 patients suspected ofhaving pertussis were tested. The
number of samples obrained each month ranged from 7 to 121 (mean: 36).
Every fifth (no. 344) of these DNA samples were re-examined by a specific
PCR for the diagnosis of B. parapertussis infection.
Results: A total of339 (19.7%) subjects were diagnosed to have B. pertussis
infection. The positivity rate (26.2%) ofPCR-confirmed B. pertussis infec-
tion was highest in infants less than 5-month-old who have not received any
or all three doses ofpertussis vaccines. The corresponding positivity rate was
17.3% in children less than 2 years of age, 13.8% in children 2 to 6 yean of
age, 22.7% in children 7 to 15 years of age, and 12.9% in individuals more
than 16 years of age, respectively. B. pertussis were detected during 45
months of the study period. Of344 samples tested by both peRs, 59 were
positive for Bortletella: 41 (69.5%) for B. pertussis, 16 (27.1 %) for B.
paraperrussis, 2 (3.4%) for both. B. parapertussis was not detected in samples
raken from individuals more than 16 years ofage.
Conclusions: Both B. pertussis and B. parapertussis infections are endemic and
common in Finland in spite of high vaccination coverage.
IMoP282I campylobacter enteritis: An Italian working group
for quality in diagnosis and surveillance
D. Crotti, 1. Luzzi
Associazione Microbiologi Clinici Italiani, Milano, Italy
Objeaives: In order to verify the possibility to Sraft a pilot surveillance, we
carried out a nation-wide assessement ofdiagnostic facilities for the diagnosis
ofCampylobacter infection in humans.
Methods: Standardi2ed mail questionnaires were sent to microbiology
laboratories in the whole Country.
Results: Isolation methods used, type of stool samples examined for
Campylobacter, frequency of isolation by type of stool, tests used for
identification and frequency of Campylobacter isolation by methods are
reported.
Condusions: CampyGroup for education for standardi2ed diagnostic pro-
cedures, specific monitoring through strains and data collection, contact
with europrean study groups, interaction with veterinary area for better
undersranding the epidemiology of this zoonosis in our Country: these are
the aims of the study-8foup, Campyg.
IMoP283I Novel TEM .B-Iactamase combining the extended-
spectrum and inhibitor-resistance activities
M. Gniadkowskil,J. Fiett', A. Palucha2, W. Hryniewiczl
,Sera & Vaccines Central Research Laboratory; 2Institute ofBiochemistry and
Biophysics, Warsaw, Poland
Objectives: To analyse a ,8-lacramase produced by a Klebsiella pneumoniae
isolate expressing high level resistance to expanded-spectrum cephalosporins
and ,8-lactam-inhibitor combinations.
Methods: The 3151/98 isolate was distinguished from a group of22 ESBL-
producing K. pneumoniae isolates collected in 1996 from patients of the
University Hospital in Wrodaw. The isolate was subjected to molecular
typing analysis (RAPD and PFGE) together with all the remaining isolates.
Its ,8-lactamase content was studied by IEF and by the ESBL-bioassay
approach. The ,8-lactamase gene was detected by PCR using the blaTEM
genes-specific primers and the product was sequenced. The gene was cloned
along with the gene coding for the TEM-47 ESBL and expressed in E. coli.
The resulting transformants were subjected to the detailed susceptibility
testing, and their protein extracts were used for ICSO determination.
Results: The K. pneumoniae 3151/98 was found to express a j3-lactamase
with a pI of 5.7, which demonstrated the ceftazidime- and cefotaxime-
hydrolysing activity in vitro. DNA sequencing has revealed a novel combi-
nation ofsubstitutions within this enzyme, which differed from TEM-47 by
a single additional muration, identified before in some inhibitor-resisrant
(IR) ,8-lacramases. The novel TEM-68 ,8-lactamase was found to combine a
strong ESBL activity (indistinguishable from TEM-47) with a relatively
weak IR activity, noticeable more in the ellSC oft1l20bactam than clllVuh-
nate.
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Conduslons: TEM-68 is the second complex mutant {j-Iaaamase (CMT-2)
found in a clinical isolate that expresses both ESBl and IR activities. Its
production by a K. pneumoniae strain may result in a high level resistance to
all {j-Iactam antibiotics except carbapenems.
IMoP284I A countrywide spread and a long time persistence
of an ESBL-producing Klebsiella pneumoniae strain
M. Gniadkowski"]. Fiettl , A. Baraniak1, B. Milfczynska2, M.
Stankiewicz2, H. Przondo-Mordarska2, W. Hryniewicz'
,Sera & Vaaines Central Research Laboratory, Warsaw; 2Medical University,
Wrodaw, Poland
Objectives: To study structure of the population of ESBl-producing K.
pneurnoniae present in the environment of a single hospital ward over a
period of 2 years.
Methods: Twelve K. pneumoniae isolates identified in 1996 and 9 isolates
collected in 1998 were studied. All the isolates were recovered from patients
in the PlCU ofthc University Hospital in Wrodaw and found to be ESBl
producers. The isolates were typed by RAPD and PFGE approaches; their
{j-lactamase content was studied by IEF and the ESBl in vitro overlay assay.
ESBl-encoding genes were identified by PCR; selected PCR products were
sequenced.
Results: A temarkable divetsity of3 distinct RAPD and PFGE types could
be observed among the isolates from 1996. The predominant type (about
60% of isolates) was further split into two subtypes and exptessed either the
pi 8.2 ESBl of the SHY family or the pi 6.0 TEM-47 enzyme, previously
identified in K. pneumoniae isolates from hospitals in Warsaw (in 1996) and
LOdZ (in 1995). The isolates from Wroclaw were found very closely related
to TEM-47-producing strains from the other cities. In 1998 all but one
isolates represented one of the subtypes of the epidemic strain and expressed
exclusively the pi 8.2 SHY ESBL.
Conclusions: A single ESBL-producing K. pneumoniae strain has spread in 3
distant paediatric centres in Poland. In one of these it persisted over the
period of at least 2 years and dominated the population of multiresistant K.
pneumoniae. These findings may suggest a high epidemic potential of the
strain.
IMoP28S1 Resistance of Streptococcus pyogenes strains to
macrolides and other antibiotics in Poland
K. Szczypa, K. Betlejewska, A. Skoczynska, W. Hryniewicz
Sera & Vaccines Central Research Laboratory, Warsaw, Poland
Objectives: To evaluate antimicrobial susceptibility ofStreptococcus pyogenes
strains isolated in Poland in 1999 as compared with the data from 1997-1998.
Methods: One hundred and thirty-three isolates of Group A beta-haemo-
lytic streptococci (GABHS) were collected from 11 health care centres in
Poland. The strains were recovered from throat swabs, skin, soft tissue,
sputum and blood. Beta-haemolytic colonies were identified as S. pyogenes
using a latex agglutination test (Streptex; Murex). MICs of8 antimicrobials
were determined by the standard broth microdilution procedure and
interpreted according to NCClS. Antibiotic susceptibility profile of the
following drugs was studied: penicillin G, erythromycin, clarithromycin.
azithromycin, spiramycin. clindamycin, moxifloxacin and tetracycline. All
erythromycin-resistant S. pyogenes were retested by disc-diffusion method in
order to determine their phenotypes of resistance to macrolidas. lincosa-
mides and streptogramin B (MlSB).
Results: Out of all drugs used in the study the highest resistance was
observed for tetracycline (62 strains. 46.6%). Resistance to erythromycin
was detected in 17 isolates (12.7%). A majority of them (13 isolates)
demonstrated the inducible MlSB-resistance phenotype and the remaining
isolates expressed the MLSB-resistance constitutively. All the S. pyogenes
strains were susceptible to penicil1in.
Condusions: The prevalence ofmacrolide-resistant S. pyogenes has increased
in Poland from 3.9% in 1997 and 7.9% in 1998 to 12.7% in 1999. Since
growing trend has been observed it is advisable to carry on the monitoring,
e:spe:~ialIy be:cause: of the: e:xtc:nsive: use of ma~rolidesin clinical practice.
IMoP286I Oostridium diffidle as a cause of community-
acquired diarrhoea
CH. Psillaki, CH. Charitidou. P. Koudounis. V. D. Daniilidis. A.
Kansouzidou
Department ofBacteriology, Infectious Diseases Hospital, Thessaloniki,
Macedonia, Greece
Clostridium d!fficile, a Gram-positive. anaerobic, spore-fonning bacterium,
has been recognised as a major cause of nosocomial diarrhoea in persons
receiving antibiotic therapy. Few data on the incidence of e. d!fficile in
community-acquired diarrhoea are available. Toxigenic strains ofe. d!fficile
produce two toxins. an enterotoxin A and a cytotoxin B. In order to
demonstrate whether the C. difficile infection may be a community-acquired
disease. we studied 402 faecal specimens from patients presented to the
hospital with diarrhoea for the presence of toxins A and B. All these patients
did not report recent history ofantibiotic therapy or hospitalisation. For the
detection ofe. difficile toxins A and B an ELISA was used. All the specimens
that were positive with ELISA were reexamined with VIDAS Clostridium
difficile toxin A immunoassay (ElFA). Also, all faecal specimens were
examined for all the other enteropathogenic agents. Of the 402 samples
tested. 8 were found positive for toxins A + B (ELISA) (2%), from which 6
were positive with VlDAS method (toxin A) (1.2%). In these 8 cases no
other enteropathogenic agent was found and C. difficile may be considered as
the sole reason for diarrhoea. In conclusion, e. difficile as a cause of
community-acquired diarrhoea is of very low frequency. However, out-
breaks of community-acquired e. difficile diarrhoea have been reported.
Also, in other studies, clinical isolates of toxin A-negative, toxin B-positive
e. difficile have been reported.
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IMoP287I Infection as a cause of death among elderly
patients in an internal medidne ward: An analysis of 3 years
]. de Otero, M. Cecilia, M. Piqueras, L. Ferrer. F. de B. Ferrer-Ruscalleda
Internal Medicine Department, Hospital Creu Roja, Barcelona, Spain
Objectives: Infection is common among elderly people and highly con-
tributes to morbidiry and mortality. Because few data are available we
analyse all dead elderly patients (EP) in an Internal Medicine ward over a 3-
years period.
Methoc:Is: We reviewed the medical records of all patients admitted
between january-l996 and december-I998. Special attention was made to
type, aetiology, acquisition and direct contribution of infection to death.
Results: Of the 3686 admitted patients betweenjanuary-96 and december-
98,362 died (9.8%).196/362 (54.1 %) were EP with an active infection at the
moment of death. Median age was 85 y (range 65-111), 100 were women
(51 %). EP developed 240 episodes ofinfection (1.22 episodes/patient). In 165
cases (84.1 %) death was directly caused by infection: 103 (62.4%) by a
community-acquired infection and 62 (54.8%) due to nosocomial infections.
The most frequent aetiologies were respiratory tract infection 166 (69.1 %),
urinary tract infection 52 (21.6%) and sepsis with no clear aetiology 11
(4.5%). Gram-positive cocci were the causal agent in 16 episodes (6.6%): E.
faecalis 6, S. aureus 5, S. pneumoniae 2 and others 3; gram-negative bacilli in 55
(22.9%): E. coli 28, P. aeruginosa 14, Proteus spp 6, Klebsiella spp 2 and others
5. Sepsis signs were observed in 65 EP (33.2%) when admitted and in 23
(11.7%) at the time of death.
Concluslons: 1. Infection is a frequent event previous to death. 2. Respira-
tory tract infection was the most common site of infection related to death
and gram-negative bacilli the main causal agents found.
IMoP288I Diering resistance patterns in S. aureus nasal
colonization by community versus hospital based sampling
F. Perdreau-Remington, E. Charlebois. N. Moss, D. Bangsberg
Univ. ofCalif. San Francisco, United States
Objectfve: To determine S. aureus colonization rates and resistance to
nafcil1in (MRSA) and other antimicrobial drugs and to identify epidemio-
logic risk factors.
Methods: S. aureus nasal carriage was investigated in 468 individuals from a
representative community-based sample of the urban poor in San Francisco
between August and December 1999 and compared to a concurrent
